Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.037; wR factor = 0.114; data-to-parameter ratio = 17.4.
In the title salt, C 8 H 10 N + ÁH 2 PO 4 À , the cation is essentially planar (r.m.s. deviation = 0.063 Å ). In the crystal, the phosphate anions form inversion R 2 2 (8) dimers via pairs of O-HÁ Á ÁO hydrogen bonds. These dimers are further linked by pairs of O-HÁ Á ÁO hydrogen bonds, also enclosing R 2 2 (8) loops, forming chains running along [001] . The cations are bonded to the anions via N-HÁ Á ÁO hydrogen bonds and C-HÁ Á ÁO contacts.
Related literature
For the biological activity of 4-aminopyridine, see: Judge & Bever (2006) ; Schwid et al. (1997) ; Strupp et al. (2004) . For related structures, see: Anderson et al. (2005) ; Fun et al. (2009) ; Sabari et al. (2012) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2008 ); cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009 by blocking potassium channels it prolongs action potentials thereby increasing transmitter release at the neuromuscular junction (Judge & Bever et al., 2006; Schwid et al., 1997; Strupp et al., 2004) .
In the title compound ( Fig. 1) , the bond lengths and angles have normal values. The asymmetric unit is composed of one 3-methyl 2-vinyl pyridinium cation and one phosphate anion. The C1-N1-C5 angle in the pyridinium ring is widened to 123.35 (2) °, compared to 115.25 (13)° in 4-aminopyridine (Anderson et al., 2005) , 121.20 (15) in 1-(2-carboxyethyl)-5-ethyl-2-methylpyridinium (Sabari et al., 2012) and 120.7 (2)° in Aminopyridinium (Fun et al., 2009) . The 3-methyl 2-vinyl pyridinium ring is essentially planar with the maximum deviation from planarity being 0.008 (2) Experimental 1 g (0.0084 mol) of freshly distilled 3-methyl 2-vinyl pyridine was dissolved in 15 ml of diethyl ether at -10°C under nitrogen atmosphere. To the above solution, 0.5 ml of H 3 PO 4 and 10 ml of diethyl ether mixture was added in drops with continuous stirring. The product obtained as a white solid was filtered, washed with diethyl ether and dried under vacuum, the product was recrystallized from methanol. Yield: 100% (1.82 g).
Refinement
All H atoms were found in a difference Fourier map and those bonded to O were refined with a distance restraint of 0.90 (1)Å. The other H atoms were fixed geometrically and allowed to ride on their attached atoms, with C-H ranging from 0.93 to 0.96 Å, and with U iso = 1.2-1.5U eq (C,N). The methyl group was allowed to rotate but not to tip.
Computing details
Data collection: APEX2 (Bruker, 2008 ); cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT (Bruker, 2008 );
program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) and PLATON (Spek, 2009 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

